Replace the second full paragraph on page 4 (lines 17-24) with the following new 



paragraph rewritten in clean form: 




AnyPi the fftffSnectin type 111 donrah i-c oiil ai iiiiiir^ ^ 
may be formulated as part of a fusion protein (fbr^x^npleTa^ision protein which 
further includes an immunoglobulinJ^ t ^^ complement protein, a toxin 
protein, or an albumin protein^r^IiT^dition, any of the fibronectin type III domain 
proteins may be coval^ntly bound to a nucleic acid (for example, an RNA), and 
the nucleic acidpia^encode the protein. Moreover, the protein may be a 
multimer^pr^articularly if it lacks an integrin-binding motif, it may be 
~=foig3*s &ted in - a4>hy s iek^ically-accepte btex^ier! 4 



Replace the final partial paragraph on page 4 (line 25) with the following new 
partial paragraph rewritten in clean form: 

The present invention also features proteins that include a 



Replace the fourth paragraph on page 1 1 (lines 10-14) with the following new 
paragraph rewritten in clean form: 



ft3 



^ HGURJb i> is a pliOtogiaplrshewing-Ae-staict 
10 Fn3 domain and 15 related proteins,Jn£ludingi3^ tenascins, collagens, 

andundulin. In this photo 



blue; 



regions are labeled as follows: constant, dark 
lue; neutral, white; variable, red; and RGD integrin- 



lettf^variaSeX 



Replace the fifth paragraph on page 1 1 (lines 15-19) with the following new 

paragraph rewritten in clean form: 

FIGURE 0 is a ph u l u g iap h sh o wing space filling modc\(^^^)vov^^Jll^ 
modules 9 and 10, in each of two different orientations. The two modules and the 
integrin^bi^ing-loop (RGD) are labeled. In this figure, blue indicates positively 
^ehagged^estdues, fed indic ates n e gatively charged ^esiducsraiKh^ 
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Replace the fourth paragraph on page 13 (lines 20-24) with the following new 



paragraph rewritten in clean form: 




JB*e-arrtibottyT mmioG of the pres eat4i ivet Ui Oii ^[r^based^rr 
a fibronectin module of type III (Fn3), a commonjlDmairi^und in mammalian 
blood and structural proteins. This do mam-tyecurs more than 400 times in the 
protein sequence - databasg - Si31ias been estimated to occur in 2% of the proteins 
"iglii^n mnrrHnt ^ i nrlndffl^fitrrnnectm n, lenirin in., inffiff ^llnlri i \ y i wtMPt tih 



Replace the second partial paragraph on page 19 (lines 14-24) with the following 



new partial paragraph rewritten in clean form: 




^j)f>4foe-antibQd^^ 
evolving new or improved binding proteins. In one particular example the target 
of binding is immobilized on a solid support, such as a^pkflnnresin or microtiter 
plate well, and the target contacted with a libraiypftandidate scaffold-based 
binding proteins. Such a library may consi£tK^°Fn3 clones constructed from the 
wild type l0 Fn3 scaffold through rancfomization of the sequence and/or the length 
of the 10 Fn3 CDR-like loops. If desired, this library may be an RNA-protein 
fusion library generated, fo^Cmnple, by the techniques described in Szostak et 
al., U.S.S.N. 09/007^905rnow U.S. Patent No. 6,258,558 Bl, and 09/247,190, 
now U.S. Patept<Ka6,26 1,804 Bl; Szostak et al., WO98/31700; and Roberts & 
Szostak^PrdcTNatl. Acad. Sci. USA (1997) vol. 94, p. 12297-12302. 
lively, it may be a DNA-prete»4ibfafy-ff^ 




Replace the first partial paragraph on page 20 (lines 1-9) with the following new 
partial paragraph rewritten in clean form: 



fcohs e , D NA -Pr ot ein Fusions and Us es^freigQ^JJrSrS^^ 
December 2, 1998 and 09/453,190, filed Decenibgi^ library is 

incubated with the immobilizedjgiget^^ is washed to remove 
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#7 



coad&e ns aiid - subjecied tu PCR luiooover the -s eqnnifT information o r i 
new library of binders which may be used to repeai^-setecTion process, with or 
without further mut agenesis jiO te^aatteTrc^TAnumber of rounds of selection 



Replace the last paragraph on page 24 (lines 18-20) with the following new 



paragraph rewritten in clean form: 




ttnfrpl-S (sp»nt oligonucleotide used to liffata ml 
puromycin-containing linker, describedby-Roberfset al, 1997, supra): 





Replace the second paragraph on page 25 (lines 10-22) with the following new 
paragraph rewritten in clean form: 



-N ext, e ach of - thc double -st randed fragme nts was transformed into aJjt M A^ 
protein fusion (PROfusion™) using the technique developed by Szostak et al., 
U.S.S.N. 09/007,005, now U.S. Patent No. 6,258,558 Bl, andTO.S.N. 
09/247,190, now U.S. Patent No. 6,261,804 Bl; Szostak^tal, WO98/31700; and 
Roberts & Szostak, Proc. Natl. Acad. Sci. USA (1-90*7) vol. 94, p. 12297-12302. 
Briefly, the fragments were transcribed using'an Ambion in vitro transcription kit, 
MEGAshortscript (Ambion, Austin, TX)fand the resulting mRNA was 
gel-purified and ligated to a DNA^puromycin linker using DNA ligase. The 
mRNA-DNA-puromycin molecule was then translated using the Ambion rabbit 
reticulocyte lysate-basec^translation kit. The resulting 
mRNA-DNA-puro^ycin-protein PROfusion™ was purified using Oligo(dT) 
cellulose, and^ue^mplementary DNA strand was synthesized using reverse 
transcriptase and the RT primers described above (Unisplint-S or flagASA), 



ipfc^ 



ibtfow ing the^anufacturcrVmstruotions y 



Replace the first partial paragraph on page 27 (lines 1-3) with the following new 
partial paragraph rewritten in clean form: 



yyr gr from the master library following the general procedure described in Szostak et al., 



4 



